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Program 
 

Wednesday, November 16 
 

9:00 – Registration 

 

OOOpppeeennniiinnnggg   RRReeemmmaaarrrkkksss   

9:50 – 10:00              Yoshiaki NAKAGAWA 

 

OOOrrraaalll   PPPrrreeessseeennntttaaatttiiiooonnn   

10:00 – 10:40 Chairperson: Teruki HONMA 

KO-01 Analysis of the ligand-receptor binding for various molting hormone agonists using 

molecular dynamics ………………………………………………………………… 17 
○Shinri Horoiwa, Masahiro Miyashita, Yoshiaki Nakagawa and Hisashi Miyagawa 

(Graduate School of Agriculture, Kyoto University) 

 

KO-02  Stereospecific inhibition of nitric oxide production in macrophage cells by 

flavanonols: Synthesis and the structure-activity relationship 2 ………………… 19 
○Wen-Jun JIANG, Tomoko TAKAMIYA, Susumu KITANAKA, Hiroshi IIJIMA 

(School of Pharmacy, Nihon University) 

 

IIInnnvvviiittteeeddd   LLLeeeccctttuuurrreee   

10:50 – 11:30 Chairperson: Kazunari HATTORI 

I-01 Supercomputer and big data driven drug discovery 

………………………………………………………………………………………… 4 
○Yasushi Okuno  

(Graduate school of Medicine, Kyoto University) 

 

11:30 – 12:10  Chairperson: Nobuyuki OKAJIMA 

I-02 Computer-aided drug design software myPresto for rational structure-guided drug 

development  ………………………………………………………………………… 6 
○Yoshifumi FUKUNISHI  

(National Institute of Advanced Industrial Science and Technology & Technology 

Research Association for Next-Generation Natural Products Chemistry) 

 

LLLuuunnnccchhheeeooonnn   SSSeeemmmiiinnnaaarrr   

Affinity Science 

Kyoto Constella Technologies 



 

viii 

 

 

IIInnnvvviiittteeeddd   LLLeeeccctttuuurrreee   

13:20 – 14:00 Chairperson: Fumiyoshi YAMASHITA 

I-03 Development of a new QSAR analysis method to study drug-drug interactions of  

human ABC transporters: Application to drug discovery and cancer therapy ……8 
○Toshihisa ISHIKAWA1,2, Hikaru SAITO1, Hiroyuki HIRANO1  

(
1
Tokyo Institute of Technology, 

2
NGO Personalized Medicine & Healthcare) 

 

SSSpppeeeccciiiaaalll   SSSeeessssssiiiooonnn   

14:00 – 14:40                           Chairperson: Miki AKAMATSU & Hiroshi TERADA 

SL-01 Computer-aided molecular design: From QSAR to pharmacophore-based ligand  

profiling …………………………………………………………………………………3 
○Thierry LANGER  

(Department of Pharmaceutical Chemistry, University of Vienna, Althanstrasse 14, 1090 

Vienna, Austria) 

 

PPPooosssttteeerrr   PPPrrreeessseeennntttaaatttiiiooonnn   

14:50 – 15:50 (Poster presentations with odd numbers) 
15:50 – 16:50 (Poster presentations with even numbers) 

 

 

Symposium on Structure-Activity Relationship

KP-01 A quest for novel chymase inhibitors by 3D pharmacophore-based virtual screening

………………………………………………………………………………………… 33 
○Shin-ichiro OZAWA, Shoichi ISHIDA, Maho HABUKA, Shuichi HIRONO 

(School of Pharmacy, Kitasato University) 

KP-02 Energy-based analysis and prediction of peptide-HLA interactions 

………………………………………………………………………………………… 35 
○Daisuke KURODA, Hiroaki GOUDA 

(Department of Analytical and Physical Chemistry, Showa University School of Pharmacy) 

KP-03 Estimations of selectivities of opioid agonists using three 3D-QSAR models based 

on each alignment of molecules docked into , , and -opioid receptors ……… 37 
○Noriyuki YAMAOTSU, Shuichi HIRONO 

(School of Pharmacy, Kitasato University) 



 

ix 

 

 

KP-04 A computational study of water-assisted cyclization mechanism of glutamate 

residue …………………………………………………………………………………39 
○Tomoki NAKAYOSHI1, Shuichi FUKUYOSHI1, Ohgi TAKAHASHI2, Akifumi ODA3, 4  

(
1
Division of Pharmaceutical Sciences, Graduate School of Medical, Pharmaceutical and 

Health Sciences, Kanazawa University, Faculty of Pharmaceutical Sciences, 
2
Tohoku 

Medical and Pharmaceutical University, 
3
Faculty of Pharmacy, Meijo University, 

4
Institute 

for Protein research, Osaka University) 

KP-05 Three dimensional structures of primitive proteins generated in the racemic amino 

acid pool ………………………………………………………………………………43 
○Akifumi ODA1,2,3, Shuichi FUKUYOSHI3, Eiji KURIMOTO1  

(
1
Faculty of Pharmacy, Meijo University, 

2
Institute for Protein Research, Osaka University, 

3
Faculty of Pharmacy, Institute of Medical, Pharmaceutical and Health Sciences, 

Kanazawa University) 

 

KP-06 Evaluation of docking program for cytochrome P450: a case 

of Mycobacterium CYP121……………………………………………………………45 
○Miki H. MAEDA  

(Advanced Analysis Center, National Agriculture and Food Research Organization) 

 

KP-07 Interaction analyses of CDK2 with its inhibitors by FMO calculation and PLS 

regression  ……………………………………………………………………………47 
○Tomoki YOSHIDA, Shuichi HIRONO 

(School of Pharmacy, Kitasato University) 

 

KP-08 Analyses of protein – ligand interaction of BACE1 and its ligands using fragment  

molecular orbital method ……………………………………………………………49 
○Yuji HASHIMOTO1, Norihito KAWASHITA1, 2, Hirotomo MORIWAKI1, Yu-Shi TIAN3, 

Tatsuya TAKAGI1, 2  

(
1
Graduate School of Pharmaceutical Science, 

2
Research Institute for Microbial Diseases, 

3
Graduate School of Information Science and Technology, Osaka University) 

 

KP-09 In silico analyses of interactions between hexosaminidase A and its high potent  

ligands …………………………………………………………………………………51 
◯Izumi NAKAGOME1, Atsushi KATO2, Noriyuki YAMAOTSU1, Isao ADACHI2, Shuichi 

HIRONO1  

(
1
Kitasato University, School of Pharmacy, 

2
Department of Hospital Pharmacy, University 

of Toyama) 



 

x 

 

 

KP-10 Development of the protein 3D fragment analysis system focused on ligand binding 

loop regions……………………………………………………………………………53 
○Akihiro HIRAMA, Hiroaki KATO  

(Toyohashi University of Technology) 

 

KP-11 Prediction of detailed enzyme functions and identification of specificity determining 

residues by random forest using information about active sites and enzyme-ligand 

complex structures ……………………………………………………………………55 
○Chioko NAGAO1, Nozomi NAGANO2, Kenji MIZUGUCHI1  

(
1
National Institutes of Biomedical Innovation, Health and Nutrition, 

2
National Institute of 

Advanced Industrial Science and Technology) 

 

KP-12 Prediction of 3D protein-ligand interactions in enzymatic reactions 

………………………………………………………………………………………… 57 
○Yoichi MURAKAMI1,4, Satoshi OMORI1, Kengo KINOSHITA1,2,3  

(
1
Graduate School of Information Sciences, Tohoku University, 

2
Institute of Development, 

Aging and Cancer, Tohoku University, 
3
Thoku Medical Megabank Organization, 

4
Center 

for Drug Design Research, National Institutes of Biomedical Innovation, Health and 

Nutrition) 

 

KP-13 Development of the quick federated substructure search (QFSS) method for huge  

compound database based on the indexing of novel substructure fingerprints …59 
○Seiichi KOBAYASHI, Kinya TODA, Ryoichi KATAOKA, Junichi GOTO 

(Ryoka Systems Inc.) 

 

KP-14 Development of the common fragment set extraction system for compound-protein  

relationship studies ……………………………………………………………………61 
○Yoshiyuki SATO, Hiroaki KATO  

(Toyohashi University of Technology) 

 

KP-15 Prediction of protein complex structures and interfacial water positions by  

template-based modeling in CAPRI round 34 ………………………………………63 
○Yasuomi KIYOTA, Yudai YAMAMOTO, Mayuko TAKEDA-SHITAKA  

(School of pharmacy, Kitasato University) 

 

KP-16 Synthesis of fluorinated isoxazolines and 5-alkoxyisoxazolines for a biological  

activity evaluation  ……………………………………………………………………65 
○Kazuyuki SATO,1 Graham SANDFORD,2 Niko YANADA,1 Atsushi TARUI,1 Akira 

ANDO,1 Masaaki OMOTE1  

(
1
Faculty of Pharmaceutical Sciences, Setsunan University, 

2
Department of Chemistry, 

Durham University) 



 

xi 

 

 

KP-17 Analysis for assembling mechanism of coiledcoil domains in yeast cargo receptor  

Emp46p/47p and modification of pH-dependence for the complex formation …67 
○Koichi KATO1, Takahisa FURUHASHI1, Eiji, KURIMOTO1, Akifumi ODA1,2 

(
1
Faculty of pharmacy, Meijo University, 

2
Institute for protein research, Osaka University) 

 

KP-18 What’s the Difference between lysozyme and -lactalbumin in structure and 

function? From the viewpoint of molecular evolution …………………………… 69 
○Toshiaki TAURA, Naoto FUKUOKA, ○Tomoya NOBUNAGA  

(Faculty of Information Science and Technology, University of Aichi Prefecture) 

 

KP-19 Evaluation of the structural features between estrogen receptor alpha and beta  

using molecular dynamics simulations …………………………………………… 71 
○Kenichiro FUJII1, Shuichi FUKUYOSHI1, Noriyuki YAMAOTSU2, Shuichi HIRONO2, 

Akifumi ODA3, 4  

(
1
Division of Pharmaceutical Sciences, Graduated School of Medical, Pharmaceutical and 

Health Sciences, Kanazawa University, 
2
School of Pharmacy, Kitasato University, 

3
Faculty 

of Pharmacy, Meijo University, 
4
Institute for Protein Research, Osaka University

4
) 

 

KP-20 Presumption of amyloid-β aggregation mechanism based on the structure-activity 

relationships for aggregation inhibition and docking studies …………………… 75 
○Riho TAGUCHI, Tomohito TAKAHASHI, Suguru KOSAKA, Kiyotaka TOKURAKU, Koji 

UWAI  

(Muroran Institute of Technology) 

 

KP-21 Acute to chronic toxicity prediction models for Daphnia magna under the QSAAR  

Framework …………………………………………………………………………… 77 
○Ayako FURUHAMA, Takehiko I. HAYASHI, Norihisa TATARAZAKO  

(Centre for Health and Environmental Risk Research, National Institute for Environmental 

Studies) 

 

KP-22 WhichP450: Predicting which cytochrome P450 isoforms are involved in the  

metabolism of a xenobiotic ………………………………………………………… 79 
○Sumie TAJIMA2, Marina TAKAHASHI2, Jonathan TYZACK1, Nicholas FOSTER1, Peter 

HUNT1, Matthew SEGALL1  

(
1
Optibrium Ltd, 

2
Hulinks Inc.) 

 

KP-23 Fish toxicity prediction of chemicals using TFS-PLS method in conjunction with  

Active QSAR modeling ……………………………………………………………… 81 
○Ryota KIKUCHI, Tetsuo KATSURAGI, Yoshimasa TAKAHASHI  

(Department of Computer Science and Engineering, Toyohashi University of Technology) 



 

xii 

 

 

KP-24 Fish toxicity prediction of chemicals using atomic fragment method: refinement of  

the fragments and improvement of the prediction model ……………………… 83 
○Dai FURUKAWA, Tetsuo KATSURAGI, Yoshimasa TAKAHASHI  

(Toyohashi University of Technology) 

 

KP-25 Relationship between structure and cellular uptake of pVEC peptides in plant cells 

………………………………………………………………………………………… 85 
○Mayu HAYASHI, Yurie HASHINO, Masahiro MIYASHITA and Hisashi MIYAGAWA  

(Graduate School of Agriculture, Kyoto University) 

 

KP-26 Crystal structure analysis and investigation of the alternative materials of longgu  

(Fossilia Ossis Mastodi) in herbal medicine prescription ………………………… 87 
○Yu KUROZUMI, Junji YAMAKAWA, Kazuki OGURI, Kyoko TAKAHASHI, Masaya 

KAWASE  

(Okayama Univ., Osaka Univ., Nagahama Bio-tec Univ.) 

 

KP-27 Computational study of isomerization reaction route of the aspartic acid 

………………………………………………………………………………………… 89 
○Shuichi FUKUYOSHI1, Tomoki NAKAYOSHI1, Ohgi TAKAHASHI2, Akifumi ODA3,4  

(
1
Institute of Medical, Pharmaceutical and Health Sciences, Kanazawa University. 

2
Tohoku 

Medical and Pharmaceutical University. 
3
Faculty of Pharmacy Meijo University. 

4
Institute 

for Protein Research, Osaka University) 

 

KP-28 Eigenvector of molecular matrix and atomic anvironment of molecule 

………………………………………………………………………………………… 93 
○Kouhei MURAKAMI, Tetsuo KATSURAGI, Yoshimasa TAKAHASHI  

(Toyohashi University of technology) 

 



 

xiii 

 

 

Assembly for Pesticide Design Research 

PP-01 Discovery and development of biosynthesis inhibitors for a plant hormone, auxin  

from bioinformatics approaches …………………………………………………… 95 
(Kazuo SOENO2, Yusuke KAKEI1, Miho TATSUKI3, ○Yukihisa SHIMADA1 

 
1
Yokohama City University, Kihara Institute for Biological 

Research, 
2
WARC/NARO,

 3
NIFTS) 

  

PP-02 Computer-aided drug development for agrichemicals: application of myPresto suite,  

its performance, cost and problems………………………………………………… 96 
○Tadaaki MASHIMO1,2, Yoshinori WAKABAYASHI3, Mitsuhito WADA2, Yoshifumi 

FUKUNISHI2,4, Haruki NAKAMURA5
 

(
1
IMSBIO Co. Ltd, 

2
Technology Research Association for Next-Generation Natural 

Products Chemistry, 
3
BY-HEX LLP,

4
molprof, AIST, 

5
Institute for Protein Research, Osaka 

University) 
 

PP-03 Cytotoxic activities of acyclic lignans, norlignans, and neolignans against insect  

cells Sf9 ……………………………………………………………………………… 98 
○Yuriko SHOJI, Hisashi NISHIWAKI, Kosuke NISHI, Takuya SUGAHARA, Satoshi 

YAMAUCHI  

(Graduate School of Agriculture, Ehime University) 

 

PP-04 9,9'-Lactone type lignan: plant growth inhibitory activity  

………………………………………………………………………………………… 99 
○Asuka NISHIMOTO, Yasuka YAMASHITA, Hisashi NISHIWAKI, Satoshi YAMAUCHI  

(Graduate School of Agriculture, Ehime University) 

 

PP-05 Bioactivities of imidacloprid derivatives having an unsaturated substituent on the  

imidazolidine ring ………………………………………………………………… 100 
○Atsuki KUGIYA,1 Nao FUKUSHIMA,1 Satoshi YAMAUCHI,2 Hisashi NISHIWAKI2  

(
1
Faculty of Agriculture, Ehime University, 

2
Graduate School of Agriculture, Ehime 

University) 

 

PP-06 Bioactivities of an imidacloprid derivative having a dimethylated imidazolidine  

Ring ………………………………………………………………………………… 101 
○Ayumi SHIRONO, Hikaru NAGAOKA, Satoshi YAMAUCHI, Hisashi NISHIWAKI  

(Graduate School of Agriculture, Ehime University) 



 

xiv 

 

 

PP-07 Cytotoxic activities of butyrolactone lignan bearing dichlorobenzyl group against  

insect cells  ………………………………………………………………………… 102 
○Yoshiaki OCHI, Yuriko SHOJI, Hisashi NISHIWAKI, Kosuke NISHI, Takuya SUGAHARA, 

Satoshi YAMAUCHI  

(Graduate School of Agriculture, Ehime University) 

 

PP-08 Stereoselective synthesis of natural juvenile hormones, and measurement of their  

hormonal activity using yeast reporter assay system …………………………… 103 
○Taku NABE1, Taiyo YOKOI1, Sayoko HARASHIMA2, Takashi YAGI2, Yoshiaki 

NAKAGAWA1 and Hisashi MIYAGAWA1  

(
1
Graduate School of Agriculture, Kyoto University, 

2
Graduate School of Science, Osaka 

Prefecture University) 

 

PP-09 Asymmetric synthesis of tetrahydroquinoline-type ecdysone agonists and QSAR for  

their binding activity against the mosquito ecdysone receptors …………………104 
○Taiyo YOKOI, Yoshiaki NAKAGAWA, Hisashi MIYAGAWA  

(Graduate School of Agriculture, Kyoto University) 

 

PP-10 Structure-activity relationships of piperitenone oxide for the differentiation- 

inducing effect in RCM-1 cells ………………………………………………………106 
○Yuko MORI,1 Azusa SASAKI,2 Kouji KURAMOCHI,1 Yasushi NAKAMURA2  

(
1
Department of Applied Biological Science, Faculty of Science and Technology, Tokyo 

University of Science, 
2
Graduate School of Life and Environmental Sciences, Kyoto 

Prefectural University) 

 

PP-11 Structure activity relationship analysis of plant disease resistance inhibitor  

…………………………………………………………………………………………107 
○Satoshi AOKI, Kai JIANG, Ikuo TAKAHASHI, Hidemitsu NAKAMURA, Tadao ASAMI  

(Graduate School of Agricultural and Life Sciences, The University of Tokyo ) 

 

PP-12 Plant disease resistance-inducing activity of various acyl polyamines  

…………………………………………………………………………………………109 
○Tadahiro AKIYAMA1, Hiroyuki YAMANO1, Ryunosuke WADA1, Takuya YAMAGISHI1, 

Masaki MORI2, Kazunori OKADA3, Tadao ASAMI1 

(
1
Dept. Appl. Biol. Chem, University of Tokyo, 

2
Institute of Agrobiological Sciences, NARO, 

3
Biotech. Research Center, University of Tokyo) 

 

PP-13 Development of potent inhibitors of phc quorum sensing in Ralstonia solanacearum  

Solanacearum ……………………………………………………………………… 110 
○Ayaka YOSHIHARA, Mika SHIMATANI, and Kenji KAI  

(Graduate School of Life and Environmental Sciences, Osaka Prefecture University) 



 

xv 

 

 

PP-14 Design of competitive antagonists for insect GABA receptors 

…………………………………………………………………………………………112 
○Yoshihisa OZOE, Genyan LIU, Mohammad Mostafizur RAHMAN  

(Dept. of Life Sci. Biotechnol., Shimane University) 

 

PP-15 Sulfo-sialic acids: synthesis and sialidase inhibitory activity 

…………………………………………………………………………………………114 

Christopher J. VAVRICKA, Chiaki MUTO, Minoru IZUMI, ○Hiromasa KIYOTA  

(Graduate School of Environmental & Life Science, Okayama University) 

 

PP-16 Metal-free trifluoromethylthiolation of acyclic β-keto esters 

…………………………………………………………………………………………115 

Ibrayim SAIDALIMU, 〇Shugo SUZUKI, Etsuko TOKUNAGA, Norio SHIBATA  

(Nagoya Institute of Technology) 

 

PP-17 Enantioselective synthesis of tetrazole acrylates by organocatalytic kinetic  

resolution ……………………………………………………………………………116 
○Okiya MATSUBARA, Takayuki NISHIMINE, Satoru MORI, Etsuko TOKUNAGA, Norio 

SHIBATA  

(Nagoya Institute of Technology) 

 

PP-18 Development of trifluoromethylation using fluoroform 

…………………………………………………………………………………………117 
○Takuya SAITO, Kazuki HIRANO, Kohei MATSUZAKI, Satoshi OKUSU, Etsuko 

TOKUNAGA, Norio SHIBATA  

(Nagoya Institute of Technology) 

 

PP-19 Biological evaluation of fluoro-functionalized aryl-iodonium salts 

…………………………………………………………………………………………118 
○Etsuko TOKUNAGA1, Kohei MATSUZAKI1, Prajwalita DAS1, Makahiro TAKADA1, 

Norimichi SAITO2, Norio SHIBATA1  

(
1
Nagoya Institute of Technology; 

2
Ube Industries, Ltd.) 

 

PP-20 Synthesis of SF5 pyridines 

…………………………………………………………………………………………119 
○Kohei MATSUZAKI,1 Mikhail KOSOBOKOV,1 Benqiang CUI,1 Andrii BALIA,1 Etsuko 

TOKUNAGA,1 Norimichi SAITO,2 Norio SHIBATA1  

(
1
Nagoya Institute of Technology, 

2
Ube Industries, Ltd.) 



 

xvi 

 

 

PPPllleeennnaaarrryyy   LLLeeeccctttuuurrreee   

17:00 – 18:00  Chairperson: Yoshiaki Nakagawa 

PL-01 A structural view of allosteric control of transcription by steroid nuclear  

receptors ……………………………………………………………………………… 1 
○Isabelle M.L. BILLAS, Bruno P. KLAHOLZ, Dino MORAS  

(IGBMC, Centre National de la Recherche Scientifique (CNRS), UMR 7104, Institut National 

de la Santé et de la Recherche Médicale (INSERM) U964, Université de Strasbourg, Illkirch, 

67404, France) 

 

BBBaaannnqqquuueeettt   

18:10 – 20:10 Kyoto University, Shiran Kaikan 

 



 

xvii 

 

Thursday, November 17 

 

OOOrrraaalll   PPPrrreeessseeennntttaaatttiiiooonnn   

9:30 – 10:10 Chairperson: Shinji SUNADA 

KO-03 An automated de novo ligand design framework utilizing open source software  

………………………………………………………………………………………… 23 
○Ryuki KUDO, Tomoko ADACHI, Hiroyuki YAMASAKI, Yoshihiko NISHIBATA  

(School of Pharmacy, Kitasato University) 

 

KO-04 Visualization of chemical space and protein space considering compound-protein  

interaction…………………………………………………………………………… 25 
○Iwao MAEDA, Hiromasa KANEKO, Kimito FUNATSU 

(School of Engineering, The University of Tokyo) 

 

10:10 – 10:50    Chairperson: Mayuko TAKEDA-SHITAKA 

KO-05 Structure similarity search using the hierarchy of its NTGs 

………………………………………………………………………………………… 29 
○Tetsuo KATSURAGI, Yoshimasa TAKAHASHI  

(Department of Computer Science and Engineering, Toyohashi University of Technology) 

 

KO-06 Constructing prediction models of adverse drug reactions using machine learning 

………………………………………………………………………………………… 31 
○Hiroaki MORIUCHI1, Yu-Shi TIAN2, Hirotomo MORIWAKI1, Satoshi AOKI3, Nobuki  

TAKAYAMA3, Norihito KAWASHITA1,4, Takayuki HIBI2, Tatsuya TAKAGI1,4  

(
1
Graduate School of Pharmaceutical Sciences, Osaka University, 

2
Graduate School of 

Information  Science and Technology, Osaka University, 
3
Graduate School of Science, 

Kobe University, 
4
Research Institute for Microbial Diseases, Osaka University) 

 

IIInnnvvviiittteeeddd   LLLeeeccctttuuurrreee   

11:00 – 11:40                                        Chairperson: Hirosato TAKIKAWA 
I-04 Total synthesis of hatch stimulating agents of cyst nematodes 

………………………………………………………………………………………… 10 
○Keiji TANINO 

(Faculty of Science, Hokkaido University) 

 

LLLuuunnnccchhheeeooonnn   SSSeeemmmiiinnnaaarrr   

OpenEye Japan Co., Ltd 

http://www.pubfacts.com/author/Shinji+Sunada


 

xviii 

 

 

IIInnnvvviiittteeeddd   LLLeeeccctttuuurrreee   

13:20 – 14:00 Chairperson: Hiromasa KIYOTA 

I-05 Synthesis of azadirachtin, an insect antifeedant 

………………………………………………………………………………………… 11 
○Naoki MORI, Hidenori WATANABE (Graduate School of Agricultural and Life Sciences, 

The University of Tokyo) 

 

 

 

14:00 – 14:40 Chairperson: Masahiro MIYASHITA 

I-06 Protein–ligand interactions studied by molecular simulations 

………………………………………………………………………………………… 13 
○Tohru TERADA, Yoshitaka MORIWAKI, Tatsuki NEGAMI, Kentaro SHIMIZU 

(Graduate School of Agricultural and Life Sciences, The University of Tokyo) 

 

IIInnnvvviiittteeeddd   LLLeeeccctttuuurrreee   

14:50 – 15:30 Chairperson: Masateru OHTA 

I-07 Protein dynamics investigated by a combination of molecular dynamics  

simulations and small-angle x-ray scattering experiments ……………………… 15 
○Mitsunori IKEGUCHI  

(Graduate School of Medical Life Science, Yokohama City University) 

 

AAAwwwaaarrrdddsss   CCCeeerrreeemmmooonnnyyy   

15:30 – 16:00 

 

CCClllooosssiiinnnggg   RRReeemmmaaarrrkkksss   

16:00 – 16:05 
Yoshiaki NAKAGAWA 

Associate Professor, Graduate School of Agriculture, Kyoto University

 




